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Drugs will encounter many biological molecules in human body and cause unwanted effects.  In order to understand the mechanism of drug action, metabolic networks and signal transduction pathways need to be checked.  The arachidonic acid metabolic network is a key step in inflammatory cascade and produces basic inflammatory mediators.  Many clinically used nonsteriodal anti-inflammatory drugs target proteins in this network and were revealed to have unwanted side effects.  We have studied the network dynamic properties, flux distribution, and proposed for efficient control strategies.  Effects of drugs targeting different proteins in the network were also simulated.  Implications for more efficient and less toxic drug design will be discussed.

